BEST AVAlL^(S eOK v /fff^^'^ 

CRF Gr/OfD Corrociod by mo STIC Sy3ioni3 3mnc/> / "Ty* 

I—. Changed a till Irom nonASC ,o ASC.fc N 1 tHtU t,y: □^ZTqgsx*: S Q 

1 — 1 m <=> rn 

I 1 Changed iho margins in cases wtioro iho sequence loxt was V/rapped' down to tho noxi line. 3D. c* 

J g S < 

j 1 Ediled a formal error in Ihe Curreni Application Oala section, specifically: .a g [T| 

. . 

| ) Edilod iho Current Application Oata section whh the actuaJ current number. The number inputted by the 
applicant was Q Ihe prior application data: or O other - 

| | Added Iho mandatory hooding and subheadings for 'Cunent Application Oata". 

| | Edited Iho 'Number ol Sequences' fiold. Tho applicani spcllod oul a numbcrinstoadol using an intogor. 

| 1 . Changed Iho spelling of a mandatory lield (the heading's or subheadings), specifically^ 



| ] Conected Iho SEO ID NO when obviously incorrect. The sequence numbers thai wcro edited were. 

(^] Inserted or corrected a nucleic number at Iho end ol a nucleic lino. SEO 10 NO's edited: 

I 1 Conocted subheading ploccmcnl. All responses must bo on tho same line as cach subheading. "II Iho 

opplicam placod a rosponso below Iho subheading, this was moved lo its approphato placo. 

[ 1 inserted colons alter headings/subheadings. Headings edited included:*. . 

| | Oeleled extra, invalid, headings-used by an applicant. spccificaJly: 
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f | Ediipd identifiers where u^per case is used but lower caso is required, or vice versa. 

[ | Corrected an Quorum Iho Number of Sequences lield. specifically: 

[ 1 A "Hard Pago Orcak" code was inserted by the applicant. All occurrences had to bo deloted. 



I 1 / Oeloted ending slop codon in amino acid sequences and adjusled Ihe '(A)Lcngth:* field accordingly (error 
duo to a Patentln bug). Sequences corrected: . 
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<110> APPLICANT: Donna T. Ward 
Andrew T. Watt 

TITLE OF INVENTION: ANTISENSE MODULATION OF EIF2C1 EXPRESSION 
FILE REFERENCE: RTS-02 3 6 

CURRENT APPLICATION NUMBER: US/10/007 , 078 
CURRENT FILING DATE: 2001-11-08 

NUMBER OF SEQ ID NOS : 88 
SEQ ID NO: 1 
LENGTH: 20 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : ' 

OTHER INFORMATION: Antisense Oligonucleotide 
SEQUENCE: 1 
tccgtcatcg ctcctcaggg 
<210> SEQ ID NO: 2 
LENGTH: 20 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Antisense Oligonucleotide 
SEQUENCE: 2 
atgcattctg cccccaagga 
<210> SEQ ID NO: 3 
LENGTH: 747 8 
TYPE: DNA 

Homo sapiens 



<120> 
<130> 
<140> 
<141> 

<160> 
<210> 
<211> 
<212> 
<213> 
<220> 
<223> 
<400> 



<211> 
<212> 
<213> 
<220> 
<223> 
<400> 



20 



20 



<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<400> 



ORGANISM: 
FEATURE : 
NAME/KEY: CDS 
LOCATION: (214). 
SEQUENCE: 3 
actggcagct ggccgggcgc 
ggaggctgcg ggggcggcgg 
gggatcccga gcagcgagag 



(2787) 



tcgcagtggg agctgctgca ggctccgcgg cggcggcaac 
cgcgagcggc cgggcttggt aggggagccg agcccggccc 
tgtggggtac ctaggcccct cacgctggac ttcacagtct 
ccgggccgcc tgacctccgc acgggtatat ggg atg gaa gcg gga ccc teg gga 

Met Glu Ala Gly Pro Ser Gly 
1 5 
gca get gcg ggc get tac ctg ccc ccc ctg cag cag gtg ttc cag gca 
Ala Ala Ala Gly Ala Tyr Leu Pro Pro Leu Gin Gin Val Phe Gin Ala 

10 15 20 

cct cgc egg cct ggc att ggc act gtg ggg aaa cca ate aag etc ctg 
Pro Arg Arg Pro Gly lie Gly Thr Val Gly Lys Pro lie Lys Leu Leu 

25 30 35 

gee aat tac ttt gag gtg gac ate cct aag ate gac gtg tac cac tac 
Ala Asn Tyr Phe Glu Val Asp lie Pro Lys lie Asp Val Tyr His Tyr 
40 45 50 55 

gag gtg gac ate aag ccg gat aag tgt ccc cgt aga gtc aac egg gaa 



60 
120 
180 
234 



282 



330 



378 



426 
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Glu 


Val 


Asp 


He 


Lys 
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Pro 


Arg 


Arg 


Val 
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Arg 


Glu 




72 










60 










65 










70 






74 


gtg 


gtg 


gaa 


tac 


atg 


gtc 


cag 


cat 


ttc 


aag 


cct 


cag 


ate 


ttt 


ggt 


gat 


474 


75 


Val 


Val 


Glu 


Tyr 


Met 


Val 


Gin 


His 


Phe 


Lys 


Pro 


Gin 


He 


Phe 


Gly 


Asp 




76 








75 










80 










85 








78 


cgc 


aag 


cct 


gtg 


tat 


gat 


gga 


aag 


aag 


aac 


att 


tac 


act 


gtc 


aca 


gca 


522 


79 


Arg 


Lys 


Pro 


Val 


Tyr 


Asp 


Gly 


Lys 


Lys 


Asn 


He 


Tyr 


Thr 


Val 


Thr 


Ala 




80 






90 










95 










100 










82 


ctg 


ccc 


att 


ggc 


aac 


gaa 


egg 


gtc 


gac 


ttt 


gag 


gtg 


aca 


ate 


cct 


ggg 


570 


83 


Leu 


Pro 


He Gly 


Asn 


Glu 


Arg 


Val 


Asp 


Phe 


Glu 


Val 


Thr 


He 


Pro 


Gly 




84 




105 










110 










115 












86 


gaa 


ggg 


aag 


gat 


cga 


ate 


ttt 


aag 


gtc 


tec 


ate 


aag 


tgg 


eta 


gee 


att 


618 


87 


Glu 


Gly Lys Asp 


Arg 


He 


Phe 


Lys 


Val 


Ser 


He 


Lys 


Trp 


Leu 


Ala 


He 




88 


120 










125 










130 










135 




90 


gtg 


age 


tgg 


cga 


atg 


ctg 


cat 


gag 


gee 


ctg 


gtc 


age 


ggc 


cag 


ate 


cct 


666 


91 


Val 


Ser 


Trp 


Arg 


Met 


Leu 


His 


Glu 


Ala 


Leu 


Val 


Ser 


Gly 


Gin 


He 


Pro 




92 










140 










145 










150 






94 


gtt 


ccc 


ttg 


gag 


tct 


gtg 


caa 


gee 


ctg 


gat 


gtg 


gee 


atg 


agg 


cac 


ctg 


714 


95 


Val 


Pro 


Leu 


Glu 


Ser 


Val 


Gin 


Ala 


Leu 


Asp 


Val 


Ala 


Met 


Arg 


His 


Leu 




96 








155 










160 










165 








98 


gca 


tec 


atg 


agg 


tac 


ace 


cct 


gtg 


ggc 


cgc 


tec 


ttc 


ttc 


tea 


ccg 


cct 


762 


99 


Ala 


Ser Met Arg 


Tyr 


Thr 


Pro 


Val 


Gly 


Arg 


Ser 


Phe 


Phe 


Ser 


Pro 


Pro 




100 






170 










175 










180 










102 


gag 


ggc 


tac 


tac 


cac 


ccg 


ctg 




ggt 


ggg 


cgc 


gaa 


gtc 


tgg 


ttc 


ggc 


810 


103 


Glu 


Gly 


Tyr 


Tyr 


His 


Pro 


Leu 


Gly 


Gly 


Gly 


Arg 


Glu 


Val 


Trp 


Phe 


Gly 




104 




185 










190 










195 












106 


ttt 


cac 


cag 


tct 


gtg 


cgc 


cct 


gee 


atg 


tgg 


aag 


atg 


atg 


etc 


aac 


att 


858 


107 


Phe 


His 


Gin 


Ser 


Val 


Arg 


Pro 


Ala 


Met 


Trp 


Lys 


Met 


Met 


Leu 


Asn 


He 




108 


200 










205 










210 










215 




110 


gat 


gtc 


tea 


gee 


act 


gec 


ttt 


tat 


aag 


gca 


cag 


cca 


gtg 


att 


gag 


ttc 


906 


111 


Asp 


Val 


Ser 


Ala 


Thr 


Ala 


Phe 


Tyr 


Lys 


Ala 


Gin 


Pro 


Val 


He 


Glu 


Phe 




112 










220 










225 










230 






114 


atg 


tgt 


gag 


gtg 


ctg 


gac 


ate 


agg 


aac 


ata 


gat 


gag 


cag 


ccc 


aag 


ccc 


954 


115 


Met 


Cys 


Glu 


Val 


Leu 


Asp 


He 


Arg 


Asn 


He 


Asp 


Glu 


Gin 


Pro 


Lys 


Pro 




116 








235 










240 










245 








118 


etc 


acg 


gac 


tct 


cag 


cgc 


gtt 


cgc 


ttc 


ace 


aag 


gag 


ate 


aag 


ggc 


ctg 


1002 


119 


Leu 


Thr 


Asp 


Ser 


Gin 


Arg 


Val 


Arg 


Phe 


Thr 


Lys 


Glu 


He 


Lys 


Gly 


Leu 




120 






250 










255 










260 










122 


aag 


gtg 


gaa 


gtc 


ace 


cac 


tgt 


gga 


cag 


atg 


aag 


agg 


aag 


tac 


cgc 


gtg 


1050 


123 


Lys 


Val 


Glu 


Val 


Thr 


His 


Cys 


Gly 


Gin 


Met 


Lys 


Arg 


Lys 


Tyr 


Arg 


Val 




124 




265 










270 










275 












126 


tgt 


aat 


gtt 


ace 


cgt 


cgc 


cct 


get 


age 


cat 


cag 


aca 


ttc 


ccc 


tta 


cag 


1098 


127 


Cys 


Asn 


Val 


Thr 


Arg 


Arg 


Pro 


Ala 


Ser 


His 


Gin 


Thr 


Phe 


Pro 


Leu 


Gin 




128 


280 










285 










290 










295 




130 


ctg 


gag 


agt 


gga 


cag 


act 


gtg 


gag 


tgc 


aca 


gtg 


gca 


cag 


tat 


ttc 


aag 


1146 


131 


Leu 


Glu 


Ser 


Gly 


Gin 


Thr 


Val 


Glu 


Cys 


Thr 


Val 


Ala 


Gin 


Tyr 


Phe 


Lys 




132 










300 










305 










310 






134 


cag 


aaa 


tat 


aac 


ctt 


cag 


etc 


aag 


tat 


ccc 


cat 


ctg 


ccc 


tgc 


eta 


caa 


1194 


135 


Gin 


Lys 


Tyr 


Asn 


Leu 


Gin 


Leu 


Lys 


Tyr 


Pro 


His 


Leu 


Pro 


Cys 


Leu 


Gin 
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136 








315 










320 










325 








138 


gtt 


ggc 


cag 


gaa 


caa 


aag 


cat 


acc 


tac 


ctt 


ccc 


eta 


gag 


gtc 


tgt 


aac 


1242 


139 


Val Gly Gin 


Glu 


Gin 


Lys 


His 


Thr 


Tyr 


Leu 


Pro 


Leu 


Glu 


Val 


Cys 


Asn 




140 






330 










335 










340 










142 


att 


gtg 


get 


ggg 


cag 


cgc 


tgt 


att 


aag 


aag 


ctg 


acc 


gac 


aac 


cag 


acc 


1290 


143 


He 


Val 


Ala 


Gly 


Gin 


Arg 


Cys 


He 


Lys 


Lys 


Leu 


Thr 


Asp 


Asn 


Gin 


Thr 




144 




345 










350 










355 












146 


teg 


acc 


atg 


ata 


aag 


gec 


aca 


get 


aga 


tec 


get 


cca 


gac 


aga 


cag 


gag 


1338 


147 


Ser 


Thr 


Met 


He 


Lys 


Ala 


Thr 


Ala 


Arg 


Ser 


Ala 


Pro 


Asp 


Arg 


Gin 


Glu 




148 


360 










365 










370 










375 




150 


gag 


ate 


agt 


cgc 


ctg 


atg 


aag 


aat 


gee 


age 


tac 


aac 


tta 


gat 


ccc 


tac 


1386 


.151 


Glu 


He 


Ser 


Arg 


Leu 


Met 


Lys 


Asn 


Ala 


Ser 


Tyr 


Asn 


Leu 


Asp 


Pro 


Tyr 




152 










380 










385 










390 






154 


ate 


cag 


gaa 


ttt 


ggg 


ate 


aaa 


gtg 


aag 


gat 


gac 


atg 


acg 


gag 


gtg 


aca 


1434 


155 


He 


Gin 


Glu 


Phe 


Gly 


He 


Lys 


Val 


Lys 


Asp 


Asp 


Met 


Thr 


Glu 


Val 


Thr 




156 








395 










400 










405 








158 


ggg 


cga 


gtg 


ctg 


ccg 


gcg 


ccc 


ate 


ttg 


cag 


tac 


ggc 


ggc 


egg 


aac 


egg 


1482 


159 


Gly Arg Val 


Leu 


Pro 


Ala 


Pro 


He 


Leu 


Gin 


Tyr 


Gly Gly 


Arg 


Asn 


Arg 




160 






410 










415 










420 










162 


gee 


att 


gee 


aca 


ccc 


aat 


cag 


ggt 


gtc 


tgg 


gac 


atg 


egg 


ggg 


aaa 


cag 


1530 


163 


Ala 


He 


Ala 


Thr 


Pro 


Asn 


Gin 


Gly 


Val 


Trp 


Asp 


Met 


Arg 


Gly 


Lys 


Gin 




164 




425 










430 










435 












166 


ttc 


tac 


aat 


ggg 


att 


gag 


ate 


aaa 


gtc 


tgg 


gee 


ate 


gee 


tgc 


ttc 


gca 


1578 


167 


Phe 


Tyr Asn Gly 


He 


Glu 


He 


Lys 


Val 


Trp 


Ala 


He 


Ala 


Cys 


Phe 


Ala 




168 


440 










445 










450 










455 




170 


ccc 


caa 


aaa 


cag 


tgt 


cga 


gaa 


gag 


gtg 


etc 


aag 


aac 


ttc 


aca 


gac 


cag 


1626 


171 


Pro 


Gin 


Lys 


Gin 


Cys 


Arg 


Glu 


Glu 


Val 


Leu 


Lys 


Asn 


Phe 


Thr 


Asp 


Gin 




172 










460 










465 










470 






174 


ctg 


egg 


aag 


att 


tec 


aag 


gat 


gcg 


ggg 


atg 


cct 


ate 


cag 


ggt 


caa 


cct 


1674 


175 


Leu 


Arg 


Lys 


He 


Ser 


Lys 


Asp 


Ala 


Gly Met 


Pro 


He 


Gin 


Gly 


Gin 


Pro 




176 








475 










480 










485 








178 


tgt 


ttc 


tgc 


aaa 


tat 


gca 


cag 


ggg 


gca 


gac 


age 


gtg 


gag 


cct 


atg 


ttc 


1722 


179 


Cys 


Phe 


Cys 


Lys 


Tyr 


Ala 


Gin 


Gly 


Ala 


Asp 


Ser 


Val 


Glu 


Pro 


Met 


Phe 




180 






490 










495 










500 










182 


egg 


cat 


etc 


aag 


aac 


acc 


tac 


tea 


ggg 


ctg 


cag 


etc 


att 


att 


gtc 


ate 


1770 


183 


Arg 


His 


Leu 


Lys 


Asn 


Thr 


Tyr 


Ser 


Gly 


Leu 


Gin 


Leu 


He 


He 


Val 


lie 




184 




505 










510 










515 












186 


ctg 


cca 


ggg 


aag 


acg 


ccg 


gtg 


tat 


get 


gag 


gtg 


aaa 


cgt 


gtc 


gga gat 


1818 


187 


Leu 


Pro Gly 


Lys 


Thr 


Pro 


Val 


Tyr 


Ala 


Glu 


Val 


Lys 


Arg 


Val 


Gly Asp 




188 


520 










525 










530 










535 




190 


aca 


etc 


ttg 


gga 


atg 


get 


acg 


cag 


tgt 


gtg 


cag 


gtg 


aag 


aac 


gtg 


gtc 


1866 


191 


Thr Leu Leu Gly Met Ala 


Thr 


Gin 


Cys 


Val 


Gin 


Val 


Lys 


Asn 


Val 


Val 




192 










540 










545 










550 






194 


aag 


acc 


tea 


cct 


cag 


act 


ctg 


tec 


aac 


etc 


tgc 


etc 


aag 


ate 


aat 


gtc 


1914 


195 


Lys 


Thr 


Ser 


Pro 


Gin 


Thr 


Leu 


Ser 


Asn 


Leu 


Cys 


Leu 


Lys 


He 


Asn 


Val 




196 








555 










560 










565 








198 


aaa 


ctt 


ggt 


ggc 


att 


aac 


aac 


ate 


eta 


gtc 


cca 


cac 


cag 


cgc 


tct 


gec 


1962 


199 


Lys 


Leu 


Gly Gly 


He 


Asn 


Asn 


He 


Leu 


Val 


Pro 


His 


Gin 


Arg 


Ser 


Ala 





200 570 575 580 
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202 


gtt 


ttt 


caa 


cag 


cca 


gtg 


ata 


ttc 


ctg 


gga 


gca 


gat 


gtt 


aca 


cac 


ccc 


2010 


203 


Val 


Phe 


Gin 


Gin 


Pro 


Val 


He 


Phe 


Leu 


Gly 


Ala 


Asp 


Val 


Thr 


His 


Pro 




204 




585 










590 










595 












206 


cca 


gca 


ggg 


gat 


ggg 


aaa 


aaa 


cct 


tct 


ate 


aca 


gca 


gtg 


gta 


ggc 


agt 


2058 


207 


Pro 


Ala 


Gly Asp 


Gly 


Lys 


Lys 


Pro 


Ser 


He 


Thr 


Ala 


Val 


Val 


Gly 


Ser 




208 


600 










605 










610 










615 




210 


atg 


gat 


gec 


cac 


ccc 


age 


cga 


tac 


tgt 


get 


act 


gtg 


egg 


gta 


cag 


cga 


2106 


211 


Met 


Asp 


Ala 


His 


Pro 


Ser 


Arg 


Tyr 


Cys 


Ala 


Thr 


Val 


Arg 


Val 


Gin 


Arg 




212 










620 










625 










630 






214 


cca 


egg 


caa 


gag 


ate 


att 


gaa 


gac 


ttg 


tec 


tac 


atg 


gtg 


cgt 


gag 


etc 


2154 


215 


Pro 


Arg 


Gin 


Glu 


He 


lie 


Glu 


Asp 


Leu 


Ser 


Tyr 


Met 


Val 


Arg 


Glu 


Leu 




216 








635 










640 










645 








218 


etc 


ate 


caa 


ttc 


tac 


aag 


tec 


acc 


cgt 


ttc 


aag 


cct 


acc 


cgc 


ate 


ate 


2202 


219 


Leu 


He 


Gin 


Phe 


Tyr 


Lys 


Ser 


Thr 


Arg 


Phe 


Lys 


Pro 


Thr 


Arg 


lie 


lie 




220 






650 










655 










660 










222 


ttc 


tac 


cqa 


crat 


ggg 


gtg 


cct 


gaa 


ggc 


cag 


eta 


ccc 


cag 


ata 


etc 


cat 


2250 


223 


Phe 


Tvr 


Arg 


Asp 


Gly 


Val 


Pro 


Glu 


Gly 


Gin 


Leu 


Pro 


Gin 


lie 


Leu 


His 




224 




665 










670 










675 












226 


tat 


gag 


eta 


ctg 


gee 


att 


cgt 


gat 


gec 


tgc 


ate 


aaa 


ctg 


gaa 


aag 


gac 


2298 


227 


Tyr 


Glu 


Leu 


Leu 


Ala 


He 


Arg 


Asp 


Ala 


Cys 


lie 


Lys 


Leu 


Glu 


Lys 


Asp 




228 


.680 










685 










690 










695 




230 


tac 


cag 


cct 


ZJ Z> Zf 


ate 


act 


tat 


att 


gtg 


gtg 


cag 


aaa 


cgc 


cat 


cac 


acc 


2346 


231 


Tyr 


Gin 


Pro 


Gly 


He 


Thr 


Tyr 


He 


Val 


Val 


Gin 


Lys 


Arg 


His 


His 


Thr 




232 










700 










705 










710 






234 


cgc 


ctt 


ttc 


tgt 


get 


gac 


aag 


aat 


gag 


cga 


att 


ggg 


aag 


agt 


ggt 


aac 


2394 


235 


Arg 


Leu 


Phe 


Cys 


Ala 


Asp 


Lys 


Asn 


Glu 


Arg 


He 


Gly Lys 


Ser 


Gly Asn 




236 








715 










720 










725 








238 


ate 


cca 


get 


ggg 


acc 


aca 


gtg 


gac 


acc 


aac 


ate 


acc 


cac 


cca 


ttt 


gag 


2442 


239 


He 


Pro 


Ala 


Gly 


Thr 


Thr 


Val 


Asp 


Thr 


Asn 


He 


Thr 


His 


Pro 


Phe 


Glu 




240 






730 










735 










740 










242 


ttt 


gac 


ttc 


tat 


ctg 


tgc 


age 


cac 


gca 


ggc 


ate 


cag 


ggc 


acc 


age 


cga 


2490 


243 


Phe 


Asp 


Phe 


Tyr 


Leu 


Cys 


Ser 


His 


Ala 


Gly 


lie 


Gin 


Gly 


Thr 


Ser 


Arg 




244 




745 










750 










755 












246 


cca 


tec 


cat 


tac 


tat 


gtt 


ctt 


tgg 


gat 


gac 


aac 


cgt 


ttc 


aca 


gca 


gat 


2538 


247 


Pro 


Ser 


His 


Tyr 


Tyr 


Val 


Leu 


Trp 


Asp 


Asp 


Asn 


Arg 


Phe 


Thr 


Ala 


Asp 




248 


760 










765 










770 










775 




250 


gag 


etc 


cag 


ate 


ctg 


acg 


tac 


cag 


ctg 


tgc 


cac 


act 


tac 


gta 


cga 


tgc 


2586 


251 


Glu 


Leu 


Gin 


He 


Leu 


Thr 


Tyr 


Gin 


Leu 


Cys 


His 


Thr 


Tyr 


Val 


Arg 


Cys 




252 










780 










785 










790 






254 


aca 


cgc 


tct 


gtc 


tct 


ate 


cca 


gca 


cct 


gec 


tac 


tat 


gee 


cgc 


ctg 


gtg 


2634 


255 


Thr 


Arg 


Ser 


Val 


Ser 


lie 


Pro 


Ala 


Pro 


Ala 


Tyr 


Tyr Ala 


Arg 


Leu 


Val 




256 








795 










800 










805 








258 


get 


ttc 


egg 


gca 


cga 


tac 


cac 


ctg 


gtg 


gac 


aag 


gag 


cat 


gac 


agt 


gga 


.2682 


259 


Ala 


Phe 


Arg 


Ala 


Arg 


Tyr 


His 


Leu 


Val 


Asp 


Lys 


Glu 


His 


Asp 


Ser Gly 




260 






810 










815 










820 










262 


gag 


ggg 


age 


cac 


ata 


teg 


ggg 


cag 


age 


aat 


ggg 


egg 


gac 


ccc 


cag 


gee 


2730 


263 


Glu 


Gly 


Ser 


His 


He 


Ser 


Gly 


Gin 


Ser 


Asn 


Gly 


Arg 


Asp 


Pro 


Gin 


Ala 




264 




825 










830 










835 












266 


ctg 


gee 


aaa 


gee 


gtg 


cag 


gtt 


cac 


cag 


gat 


act 


ctg 


cgc 


acc 


atg 


tac 


2778 
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RAW SEQUENCE LISTING DATE: 12/31/2001 

PATENT APPLICATION: US/10/007,078 TIME: 18:46:52 

Input Set : A:\pto.amc.txt 

Output Set: N:\CRF3\12312001\J007078.raw 



267 Leu Ala Lys Ala Val Gin Val His Gin Asp Thr Leu Arg Thr Met Tyr 

268 840 845 850 855 

270 ttc get tga aggcagaacg ctgttacctc actggataga agaaagcttt ccaagcccca 2837 

271 Phe Ala 

274 ggagctgtgc cacccaaatc cagaggaagc aaggaggagg gaggtggggt agggaggagt 2897 

275 gtaggatgee ttgtttcctt ctatagaggt ggtgtaagag tggggaacag ggccagcaag 2957 

276 acagaccacc agecagaaat ctctgatatc aacctcatgt cccccacccc tcaccccatc 3017 

277 ttgtcacatc tggccctgac cccactggac caaaaggggc agcactggtg cccaccatac 3077 

278 acacaggtgt ctcatgtgac teacagtget aaagactcat gcttgacagc ttggtaaggt 3137 

279 caactctgta gccctgcaga caaaagctgg ttaggtttgg gtttgatact ttagatggga 3197 

280 aagtgagggg cttgagaaag tgggtgggag gagggaagga ttttttagga gecttaatea 3257 

281 gaaaaggact agatttgttt aagaagaaaa atgaaaccag acccagatca atattttagg 3317 

282 atactagatg ttttaatggg ttcagaatcc agtttgtagg aagatttttt aatggttttg 3377 

283 gttgctcctc ccccagctgc caccccccac cttaccctta ttcctctctg tccacatttt 3437 

284 ctgccccacc ttacttctcc tccctgacag acatccagcc cctagtaata cttaaggcac 34 97 

285 tatggcactt agctttgaag tgacacgacc ctgtcttcct tccgcccgct ggtgggtaac 3557 

286 cagtgccttc ectgtaaegg taatgetgea gaactgeaac cttttgtacc tttctttggg 3617 

287 gaatggggtg ggggtgggag aggaggtaga tggggaagaa ataccccaga cccaacaaac 3677 

288 ctccagccag aaagecaget attttgeatt tgaaggaatt gacttcctca ttcattgagc 3737 

289 tttttaaaag atcacaacct caagatggtt aaaatccatt gaeatttgea ctttcaaaca 3797 

290 tgacaagtct eggagctget gagatgacag gcccctggcc tttccactta tgcctccttt 3857 

291 tctccttatt cctcctacct cccgccccgc ccaggtctgg agttactttc atagcatttt 3917 

292 tcactcttgg cttcttttct cccttgatgg tcaagtctct tatgtttcaa tatttcttaa 3977 

293 ctggggtgtc ttataacaaa aaactcttag gtctaaaatg agaaaaaaga gagaaaacaa 4037 

294 aatgttattt ttataccata acttgagtgt attgecaaaa tttggaaatc cttcccatgc 4097 

295 ctgatgagtt tatatcccag aaacattgag ccatcagaat gaactgtgta cctgatttgt 4157 

296 tctctgacct ggctaggtag ggagggggtg gttatcgccc caagatgggg tccaggctcc 4217 

297 atccttcctc tgtgcagata ataccttttt ettgetatag cctccctcct ctgcactgtc 4277 

298 ctgcactctt tettgeaagt gcatcttttt ccttcccctg gactgtcctc tgaccctttg 4337 

299 gctcatccta gattgeagtg tgtcctgtgg acaggctggg gaattttget gctccctatt 4397 

300 gcttctgttt acaaaaatga atttttcctg gtttcccact agggcatgtg ggtgggtggc 4457 

301 atggactttt tttttttttt ttttttgtct tgagacatgg ggtttggctg tettgeagga 4517 

302 ctggagaagg tggtggttct agcttggtct ctgttggcct tgaagcaagc atcccccctg 4577 

303 ccctttttcc ttgactgttc atttttttcc tgccccactg cttgggatgg ggagttgcaa 4637 

304 cttcagtgtg gaatttcctc tttgaggagc ctgggcttgg atctatcctg atctggtgat 4697 

305 gaagccatga ttactttaga cctagcccag gcttggaggc cagctggagg aagaagggtc 4757 

306 taaatcctgg cctgtagagt tagaactacc atttcctccc cttagctgcc cttgtatgac 4817 

307 ccggatttgc tatgeaaaac aatctatccc aggttctgtt ctggttggct acattgttca 4877 

308 gcaactcaca aaaegtagea caaacattca ttatggagaa agcatcagga ctgttgagta 4937 

309 actcctcctt tacttttttc ctgctggcta cagcatgggg tgecctatag gcacaagccc 4997 

310 agctgaagaa cagaatggag ggctctggga ggaggcagct cactggagag cctacattcc 5057 

311 ttacacaagt gectaaagag agtgatgeta acactccatc tgccctgtcc attgecttea 5117 

312 tatacagtct acttcgtgtt ctgtcaccct ttggggaggg gagttctcct gggacagtgg 5177 

313 getctgeatg ttctccactt ggatacattt tggggctagg atcagggcac tattcctgga 5237 

314 gggtccagtc attcaccagc atttgeaaat gtccataggg agcaggtggc agcctctact 5297 

315 cccagcaaca agtttgtgtt ctctcctttt ctctctttgc ctcactctct ccagttggtt 5357 

316 ttcagctggg gcttgaaatg catttttagc ectttgaegt ggcttatgee attcaagaaa 5417 

317 taaaaagcaa gagaatcagc tttgggcaat gacaagaaat gagttcttac tctgattttt 5477 

318 ttgtaaaaag ataatttttg agacttgaaa aataccccga ccttgagatt attcctgttt 5537 



Use of n and/or Xaa has been detected in the Sequence Listing. 

a a Review the Sequence Listing to insure a corresponding 

" ' explanation is presented in the <220> to <223> fields of 

Sach sequence using n or Xaa. _ _ . - ~ 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/007 , 078 



DATE: 12/31/2001 
TIME: 18:46:54 



L:ll M:270 C: 
L:ll M:271 C: 
L:824 M:341 W 
L:825 M:341 W 
L:826 M:341 W 
L:938 M:341 W 
L:939 M:341 W 
L: 972 M: 341 W 
L:973 M:341 W 
L:974 M:341 W 



Input Set : A:\pto.amc.txt 

Output Set: N:\CRF3\12312001\J007078.raw 

Current Application Number differs, Replaced Current Application No 
Current Filing Date differs, Replaced Current Filing Date 

(46) "n" or "Xaa" used, for SEQ ID#:10 

(46) "n" or "Xaa" used, for SEQ ID# : 10 

(46) "n" or "Xaa" used, for SEQ ID#:10 

(46) "n" or "Xaa" used, for SEQ ID# : 10 

(46) "n" or "Xaa" used, for SEQ ID#:10 

(46) "n" or "Xaa" used, for SEQ ID# : 10 . 

(46) "n" or "Xaa" used, for SEQ ID#:10 

(46) "n" or "Xaa" used, for SEQ ID# : 10 
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